Principles of Computational Biology

Homework 3 
Due October 23 
1. In a database of 10,000,000 proteins  a search for homologues for protein A recovered 300 sequences. It is known that the data base contains 400 homologues of A.

Compute the specificity, sensitivity, and positive predictive value of the search.

2. The search recovered 40 sequences until 30th false positive has been recovered.Below is a list in the order from highest scoring towards lower scoring sequences. T denotes a correctly recovered sequence and F an error.  Assuming that the  total number of related sequences in the data base is 400. Compute ROC30
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